Expressway to Discovery

Gene List of Human Tumor Metastasis Related Gene qPCR Array

. Catalog No. Accession No.
Plate Position . Symbol
of Primer of Gene
QG056-01 A01 HQP009024 NM_000038 APC
QG056-01 A02 HQP006794 NM_015399 BRMS1
QG056-01 A03 HQP016627 NM_006273 CCL7
QG056-01 A04 HQP022972 NM_000610 CD44
QG056-01 A05 HQP023466 NM_004360 CDH1
QG056-01 A06 HQP000131 NM_001797 CDH11
QG056-01 A07 HQP000065 NM_004932 CDH6
QG056-01 A08 HQP000369 NM_000077 CDKN2A
QG056-01 A09 HQP001249 NM_001273 CHD4
QG056-01 A10 HQP002506 NM_001846 COL4A2
QG056-01 A1 HQP021171 NM_003650 CST7
QG056-01 A12 HQP003515 NM_001903 CTNNA1
QG056-01 BO1 HQP003626 NM_000396 CTSK
QG056-01 B02 HQP003630 NM_001912 CTSL1
QG056-01 B03 HQP016669 NM_000609 CXCL12
QG056-01 B04 HQP018803 NM_003467 CXCR4
QG056-01 B05 HQP021285 NM_003677 DENR
QG056-01 B06 HQP004939 NM_004442 EPHB2
QG056-01 BO7 HQP053982 NM_001986 ETV4
QG056-01 B08 HQP005034 NM_005243 EWSR1
QG056-01 B09 HQP005141 NM_005245 FAT
QG056-01 B10 HQP005439 NM_002011 FGFR4
QG056-01 B11 HQP005915 NM_002020 FLT4
QG056-01 B12 HQP006022 NM_002026 FN1
QG056-01 CO1 HQP013317 NM_014164 FXYD5
QG056-01 C02 HQPO007777 NM_000825 GNRH1
QG056-01 CO03 HQP020835 NM_032551 KISS1R
QG056-01 Co4 HQP008800 NM_000601 HGF
QG056-01 Co05 HQP000974 NM_006665 HPSE
QG056-01 Co06 HQP009036 NM_005343 HRAS
QG056-01 co7 HQP000660 NM_006410 HTATIP2
QG056-01 Cco8 HQP009518 NM_000618 IGF1
QG056-01 C09 HQP009718 NM_001562 IL18
QG056-01 Cc10 HQP009641 NM_000576 IL1B
QG056-01 C11 HQP009681 NM_001557 IL8RB
QG056-01 C12 HQP009800 NM_002206 ITGA7
QG056-01 D01 HQP009818 NM_000212 ITGB3
QG056-01 D02 HQP009861 NM_002231 CD82
QG056-01 D03 HQP010098 NM_002256 KISS1
QG056-01 D04 HQP053983 NM_002295 RPSA
QG056-01 D05 HQP011099 NM_006500 MCAM
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QG056-01 D06 HQP011135 NM_002392 MDM2
QG056-01 D07 HQP011181 NM_000245 MET
QG056-01 D08 HQP001123 NM_006838 METAP2
QG056-01 D09 HQP011196 NM_002410 MGAT5
QG056-01 D10 HQP011264 NM_002425 MMP10
QG056-01 D11 HQP011265 NM_005940 MMP 11
QG056-01 D12 HQP011257 NM_002422 MMP3
QG056-01 EO1 HQP011258 NM_002423 MMP7
QG056-01 EO2 HQP011263 NM_004994 MMP9
QG056-01 EO3 HQP022096 NM_004689 MTA1
QG056-01 EO4 HQP023201 NM_014751 MTSS1
QG056-01 EO5 HQP011597 NM_002467 MYC
QG056-01 EO6 HQP011601 NM_005376 MYCLA1
QG056-01 EO7 HQP011778 NM_000268 NF2
QG056-01 EO8 HQP011853 NM_000269 NME1
QG056-01 EO9 HQP053986 NM_002512 NME2
QG056-01 E10 HQP011857 NM_005009 NME4
QG056-01 E11 HQP019536 NM_006981 NR4A3
QG056-01 E12 HQP013207 NM_002659 PLAUR
QG056-01 FO1 HQP013392 NM_002687 PNN
QG056-01 F02 HQP015535 NM_000314 PTEN
QG056-01 FO3 HQP016131 NM_000321 RB1
QG056-01 FO04 HQP016377 NM_006914 RORB
QG056-01 FO05 HQP016841 NM_003011 SET
QG056-01 FO06 HQP054007 NM_005901 SMAD2
QG056-01 FO7 HQP010961 NM_005359 SMAD4
QG056-01 FO8 HQP017696 NM_005417 SRC
QG056-01 F09 HQP017744 NM_001050 SSTR2
QG056-01 F10 HQP017845 NM_003177 SYK
QG056-01 F11 HQP017971 NM_005650 TCF20
QG056-01 F12 HQP018044 NM_000660 TGFB1
QG056-01 GO1 HQP018093 NM_003255 TIMP2
QG056-01 G02 HQP018094 NM_000362 TIMP3
QG056-01 GO03 HQP018095 NM_003256 TIMP4
QG056-01 G04 HQP021502 NM_003810 TNFSF10
QG056-01 GO05 HQP018175 NM_000546 TP53
QG056-01 GO06 HQP011252 NM_002420 TRPM1
QG056-01 GO07 HQP018271 NM_000369 TSHR
QG056-01 GO08 HQP018481 NM_003376 VEGFA
QG056-01 GO09 HQP022974 NM_001001390 CD44
QG056-01 G10 HQP009026 NM_000194 HPRT1
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QG056-01 G111 HQP006023 NM_054034 FN1
QG056-01 G12 HQP018272 NM_001018036 TSHR
QG056-01 HO1 HGDC
QG056-01 HO02 HGDC
QG056-01 HO03 HQP006940 NM_002046 GAPDH
QG056-01 HO4 HQP016381 NM_001101 ACTB
QG056-01 HO05 HQP015171 NM_004048 B2M
QG056-01 HO06 HQP006171 NM_012423 RPL13A
QG056-01 HO7 HQP009026 NM_000194 HPRT1
QG056-01 HO08 HQP054253 NR_003286 RN18S1
QG056-01 H09 RT
QG056-01 H10 RT
QG056-01 H11 PCR
QG056-01 H12 PCR
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